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SEQUENCE LISTING 



<110> BASF Plant Science GmbH 



10 



15 



20 



25 



<120> Transgenic expression constructs for vegetative plant tissue 

specific expression of nucleic acids 

<130> PF55368 PCT / AE20040055 

<160> 19 

<170> Patentln version 3.3 

<210> 1 

<211> 863 

<212> DNA 

<213> Pisum sativum 

<220> 

<221> promoter 

<222> (1)..(B63) 

<223> promoter region of ptxA gene including 5 • -untranslated region 
<220> 

<221> mis cofeature 

<222> (300) . . (583) 

<223> potential core region of the promoter comprising clusters of 
promoter elements 



30 



<220> 

<221> TATA_signal 

<222> (549) . . (554) 

•. <220> 

<221> 5 1 DTR 

<222> (584) . . (863) 



35 



40 



45 



<400> 1 

gcaatttttt 

gtttgtccct 

agcataacat 

taaaatcata 

caacatattg 

gtttttagga 

aaattaccaa 

tatgaaaaaa 

actacatgtt 

catgaaaaaa 

gcctagtttg 

atcaatgatt 



gtgaagctga 
ccattcaagg 
gctttgaaac 
gttgtcaatt 
cttcttccat 
tgacacattt 
tagtttagca 
agattaagat 
aaaaaaatgt 
ataaacaaat 
tttgaattca 
taacataaaa 



gggaggattg 
atgaatgtag 
ccacacactt 
acatactcaa 
taagcatata 
catacatagt 
caaagtctaa 
tgcccctttc 
cctctagtac 
tcttaagaca 
ttctaactct 
aatgaatagt 



gattttacac 
atttttcaag 
aaattaatgt 
tcaagtccct 
aacatcaaag 
ttaaaagata 
agcataatta 
atcacgggtc 
atcaaacttt 
caaaaaaatg 
tgaatatgta 
ttaattccaa 



ctattcaaaa 
catcaaacac 
taggaatatc 
ttcttttacc 
tctaaaacta 
cttgattcga 
aagcatcaca 
gaataatagc 
ttccattgat 
gccccacatc 
acgaggccca 
tttgctgcaa 



gtcattcaaa 
aagaatcact 
aaatccaata 
caataaacat 
gcaaaatgtt 
ttacaaaaag 
tgtgcagatt 
actacttgtc 
tccccttatc 
cttttttctg 
ctaaaaatca 
catggtccgt 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 



! 
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gaatatgact cacgagaaag atatatcaaa 
ataaacctca tcactcattc tattttttta 
cattacacta aaatcttcga aac 
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atatcaaaat ttcatagttt ttttcaccat 780 
agtgcaaagc ttcatagtag tgagcacaca 840 

863 



<210> 
<211> 
<212> 
<213> 



2 

1380 
DNA 

Glycine max 



10 



<220> 
<221> 
<222> 
<223> 



promoter 
(1) . . (1380) 

promoter region of SbHRGP3 gene including 5 r untranslated region 



15 



20 



<220> 
<221> 
<222> 
<223> 



<220> 
<221> 
<222> 



mis cofeature 
(800) . . (1179) 

potential core region of the promoter comprising clusters of 
promoter elements 



TATARS ignal 
(1147) (1152) 



25 <220> 

<221> 5'UTR 

<222> (1180) . . (1380) 

<223> potential 5' UTR 



30 <400> 2 

tagaaagctt ttcaacaatc atgcccatgt 

taaccgtatt aaaatgctga atgatgtata 

tatgttacac attgtataaa tatgttttag 

ataaaagaaa catgtccaac acatttcagt 

35 tcgatgatga caaaaaattg taaatataat 

aggaaatatc gagaaaaaaa tatgtcgatt 

tgtatatttt atttttgact gaatatatgt 

tcgatgaatt gtttactgca tttccaaata 

tgttgtaatt agtttcttcc ctggatgaat 

40 ' tattaaatta tgtagcttta catgtcagga 

taataggaag tcacagacaa tttgaagaca 

attatgtact tacgacagta aaatgtttaa 

aataaatgga attatataga atgtactctt 

agccaaagca taatagcatg caatatgcac 

45 tctgttaatg gaaagtgaaa agtaagagat 

gggaagcact agaagatatg aaatgacata 

ttgctataga atcaaaaaat gaagagatgt 



caagtgtaaa 


acaggtttac 


ctctcttaaa 


60 


tatgtgggtt 


caaattacat 


aatttgtaag 


120 


agaaaaatgt 


aaacttatat 


gtctaaagtt 


180 


taagatttaa 


atagtataaa 


ttaaaaatta 


240 


tcattttaaa 


aaaagttaag 


aaattgaaaa 


300 


atatatatgt 


gtgagctgag 


tgaatatata 


360 


gtgtatagac 


aataatgcgc 


agaatgccga 


420 


tgtgtgcata agcgttccac 


atgtcaccca 


480 


tactaagaaa 


cagattgatt 


gatagtacta 


540 


aaatgtagtt 


gcagtattat 


gtaatgtaat 


600 


atttctttag 


cttacctatc 


tcatgccaca 


660 


aagcaaaaaa 


aagaaagaag 


aagaagaagt 


720 


tgtcttcatc tgccctataa 


ttcctgcagc 


780 


atattcgttt taggctttta 


gcctccacga 


840 


atgaagttca 


ttatggcagc 


catggtccca 


900 


aaaggtcacc atgcataatg 


ctttaaatgc 


960 


gacaaattgt 


tacatctaat 


acgcaataat 


1020 
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ttgacaaaga cgactatgcg tttatatatt 
aagaaaataa gggcagtgtc aacatttcca 
ttataattat ttccatatag ctagctgtct 
aacttggtcg cattggtcca aaaaactcaa 
5 gtttaggaag agaattgtaa gagataaaat 
ttggataaat gggtaaaaaa agttgtataa 

<210> 3 

<211> 26 

10 <212> DNA 

<213> Artificial 
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tattttaatt agttggcgtc tcttattata 1080 

ggcaactagt tagttatttt attttcttgt 1140 

ctatctaatc caaatccgct ttccacaacc 1200 

tatcaatatt ttcgaaatag ttttagcatt 1260 

ctaagtactc cacctaccaa gataaaatag 1320 

agggcaacac tacctctcct aatggcagta 1380 



15 



<220> 

<223> Oligonucleotide primer ptxA5' 

<400> 3 

ggcgcgcccg caattttttg tgaagc . 26 

<210> 4 

20 <211> 25 

<212> DNA 

<213> Artificial 

<220> 

25 <223> Oligonucleotide, primer ptxA3 1 

<400> 4 

tctagataag tttcgaagat tttag 25 

30 <210> 5 

<211> 29 

<212> DNA 

<213> Artificial 

35 <220> 

<223> Oligonucleotide primer SbHRGP3-5' 



<400> 5 

tctagataga agcttttcaa caatcatgc 

<210> 6 

<211> 24 

<212> DNA 

<213> Artificial 



<220> 

<223> Oligonucleotide p'rimer SbHRGP3-3' 
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PCT/EP2005/002052 



<400> 6 

agatcttact gccattagga gagg 



24 



<210> 
<211> 
*<212> 
<213> 



7 

1381 
DNA 

Glycine max 



10 <220> 

<221> promoter 
<222> (1)..{1368) 



15 



<220> 
<221> 
<222> 
<223> 



mis c_f eatur e 
(801) . . (1178) 

potential core region of promoter 



20 



<220> 
<221> 
<222> 



TATA_signal 
(1146) . . (1151) 



25 



<220> 
<221> 
<222> 



'5 f DTR 
(1369) 



(1381) 



<400> 7 





aagcttttca 


acaatcatgc 


ccatgtcaag 


tgtaaaacag 


gtttacctct 


cttaaataac 


60 




cgtattaaaa 


tgctgaatga 


tgtatatatg 


tgggttcaaa 


ttacataatt 


tgtaagtatg 


120 


30 


ttacacattg 


tataaatatg 


ttttagagaa 


aaatgtaaac 


ttatatgtct 


aaagttataa 


180 




aagaaacatg 


tccaacacat 


ttcagttaag 


atttaaatag 


tataattaaa 


aattatcgat 


240 




gatgacaaaa 


aattgtaaat 


ataattcatt 


ttaaaaaaag 


ttaagaaatt 


gaaaaaggaa 


300 




atatcgagaa 


aaaaatatgt 


cgattatata 


tatgtgtgag 


ctgagtgaat 


atatatgtat 


360 




attttatttt 


tgactgaata 


tatgtgtgta 


tagacaataa 


tgcgcagaat 


gecgatcgat 


420 


35 


gaattgttta 


ctgcatttcc 


aaatatgtgt 


gcataagcgt 


tccacatgtc 


acccatgttg 


480 




taattagttt 


cttccctgga 


tgaattacta 


agaaacagat 


tgattgatag 


tactatatta 


540 




aattatgtag 


ctttacatgt 


caggaaaatg 


tagttgcagt 


attatgtaat 


gtaattaata 


600 




ggaagtcaca 


gacaatttga 


agacaatttc 


tttagcttac 


ctatctcatg 


ccacaattat 


660 




gtacttacga 


cagtaaaatg 


tttaaaagca 


aaagcaaaaa 


aaagaaagaa 


gaagaagaag 


720 


40 


taataaatgg 


aattatatag 


aatgtactct 


ttgtcttcat 


ctgccctata 


attcctgeag 


780 




cagccaaagc 


ataatagcat 


gcaatatgca 


catattcgtt 


ttaggctttt 


agctccacga 


840 




tctgttaatg 


gaaagtgaaa 


agtaagagat 


atgaagttca 


ttatggcagc 


catggtccca 


900 




gggaagcact 


agaagatatg 


aaatgactaa 


aaggt caeca 


tgcataatgc 


tttaaatget 


960 




tgctatagaa 


tcaaaaaatg 


aagagatgtg 


acaaattgtt ' 


acatctaata 


cgcaataatt 


1020 


45 


tgacaaagac 


gactatgcgt 


ttatatattt 


attttaatta 


gttggcgtct 


cttattataa 


1080 




agaaaataag 


ggcagtgtca 


acatttccag 


gcaactagtt 


agttatttta 


ttttcttgtt 


1140 




tataattatt 


tccatatagc 


tagctgtctc 


tatctaatcc 


aaatccgcgt 


tccacaacca 


1200 
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acttggtcca aaaaactcaa tatcaatatt ttcaaaatag ttttagcatt gtttaggaag 

agaattgtaa gagataaaat ctaagtactc cacctaccaa gataaaatag ttggataaat 

gggtaaaaaa gttgtataaa gggcaacact acctctccta atggcagtac caaaacccaa 

g 



1260 
1320 
1380 
1381 



10 



15 



20 



<210> 
<211> 
<212> 
<213> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 



8 

1388 
DNA 

Glycine max 



promoter 
(1)..'(1175) 

potential promoter region 



misc_feature 
(796).. . (1175) 

potential core region of promoter 



TATA_signal 
(1143) . . (1148) 



25 



<220> 
<221> 
<222> 



5'UTR 
(1176) 



(1388) 



30 



35 



40 



45 



<400> 8 

aagcttttca 

cgtattaaaa 

ttacacattg 

aagaaacatg 

tgatgacaaa 

aatatcgaga 

tattttattt 

tgaattgttt 

gtaattagtt 

aaattatgta 

aggaagtcac 

tgtacttacg 

aatggaatta 

aaagcataat 

ttaatggaaa 

agcactagaa 

tatagaatca 

caaagacgac 



acaatcatgc 
tgctgaatga 
tataaatatg 
tccaacacat 
aaattgtaaa 
aaaaaatatg 
ttgactgaat 
actgcatttc 
tcttccctgg 
gctttacatg 
agacaatttg 
acagtaaaat 
tatagaatgt 
agcatgcaat 
gtgaaaagta 
gatatgaaat 
aaaaatgaag 
tatgcgttta 



ccatgtcaag 
tgtatatatg 
ttttagagaa 
ttcagttaag 
tataattcat 
tcgattatat 
atatgtgtgt 
caaatatgtg 
atgaattact 
tcaggaaaat 
aagacaattt 
gtttaaaagc 
actctttgtc 
atgcacatat 
agagatatga 
gacataaaag 
agatgtgaca 
tatatttatt 



tgtaaaacag 
tgggttcaaa 
aaatgtaaac 
atttaaatag 
tttaaaaaaa 
atatgtgtga 
atagacaata 
tgcataagcg 
aagaaacaga 
gtagttgcag 
ctttagctta 
aaaaaaaaga 
ttcatctgcc 
tcgttttagg 
agttcattat 
gtcaccatgc 
aattgttaca 
ttaattagtt 



gtttacctct 
ttacataatt 
ttatatgtct 
tataaattaa 
gttaagaaat 
gctgagtgaa 
atgcgcagaa 
ttccacatgt 
ttgattgata 
tattatgtaa 
cctatctcat 
aagaagaaga 
ctataattcc 
cttttagcct 
ggcagccatg 
ataatgcttt 
tctaatacgc 
ggcgtctctt 



cttaaataac 
tgtaagtatg 
aaagttataa 
aaattatcga 
tgaaaaagga 
tatatatgta 
tgccgatcga 
cacccatgtt 
gtactatatt 
tgtaattaat 
■ gccacaatta 
agaagtaata 
tgcagcagcc 
ccacgatctg 
gtcccaggga 
aaatgcttgc 
aataatttga 
attataaaga 



60 
120 
180 
240 
300 
360 
420 
480 
540 
. 600 
660 
720 
780 
840 
900 
960 
1020 
1080 
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aaataagggc agtgtcaaca 
aattatttcc atatagctag 
tggtcgcatt ggtccaaaaa 
aggaagagaa ttgtaagaga 
ataaatgggt aaaaaaagtt 
aacccaag 



tttccaggca actagttagt 
ctgtctctat ctaatccaaa 
actcaatatc aatattttcg 
taaaatctaa gtactccacc 
gtataaaggg caacactacc 



tattttattt tcttgtttat 
tccgctttcc acaaccaact 
aaatagtttt agcattgttt 
taccaagata aaatagttgg 
tctcctaatg gcagtaccaa 



1140 
1200 
1260 
1320 
1380 
1388 



<210> 9 

<211> 1373 

10 <212> DNA 

<213> Glycine max 



<220> 
<221> 
15 <222> 
<223> 



promoter 
(1>..(1172) 

potential promoter region 



<220> 
<221> 
20 <222> 
<223> 



misc_f eature 
(793) (1172) 

potential core region of promoter 



25 



<220> 
<221> 
<222> 



TATA_signal 
(1140) . . (1145) 



30 



35 



40 



45 



<220> 
<221> 
<222> 



5 ' UTR 
(1173) 



(1373) 



<400> 9 

cttttcaaca atcatgccca tgtcaagtgt aaaacaggtt tacctctctt aaataaccgt 60 

attaaaatgc tgaatgatgt atatatgtgg gttcaaatta cataatttgt aagtatgtta 120 

cacattgtat aaatatgttt tagagaaaaa tgtaaactta tatgtctaaa gttataaaag 180 

aaacatgtcc aacacatttc agttaagatt taaatagtat aaattaaaaa ttatcgatga 240 

tgacaaaaaa ttgtaaatat aattcatttt aaaaaaagtt aagaaattga aaaaggaaat 300 

atcgagaaaa aaatatgtcg attatatata tgtgtgagct gagtgaatat atatgtatat 360 

tttatttttg actgaatata tgtgtgtata gacaataatg cgcagaatgc cgatcgatga 420 

attgtttact gcatttccaa atatgtgtgc ataagcgttc cacatgtcac ccatgttgta 480 

attagtttct tccctggatg aattactaag aaacagattg attgatagta ctatattaaa 540 

ttatgtagct ttacatgtca ggaaaatgta gttgcagtat tatgtaatgt aattaatagg 600 

aagtcacaga caatttgaag acaatttctt tagcttacct atctcatgcc acaattatgt 660 

acttacgaca gtaaaatgtt taaaagcaaa aaaaagaaag aagaagaaga agtaataaat 720 

ggaattatat agaatgrtact ctttgtcttc atctgcccta taattcctgc agcagccaaa 780 

gcataatagc atgcaatatg cacatattcg ttttaggctt ttagcctcca cgatctgtta 840 

atggaaagtg aaaagtaaga gatatgaagt tcattatggc agccatggtc ccagggaagc 900 

actagaagat atgaaatgac ataaaaggtc accatgcata atgctttaaa tgcttgctat 960 



> 
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agaatcaaaa aatgaagaga tgtgacaaat tgttacatct aatacgcaat aatttgacaa 1020 

agacgactat gcgtttatat atttatttta attagttggc gtctcttatt ataaagaaaa 1080 

taagggcagt gtcaacattt ccaggcaact agttagttat tttattttct tgtttataat 1140 

tatttccata tagctagctg tctctatcta atccaaatcc gctttccaca accaacttgg 1200 

5 tcgcattggt ccaaaaaact caatatcaat attttcgaaa tagttttagc attgtttagg 1260 

aagagaattg taagagataa aatctaagta ctccacctac caagataaaa tagttggata 1320 

aatgggtaaa aaaagttgta taaagggcaa cactacctct cctaatggca gta 1373 

<210> 10 

10 <211> 1924 

<212> DNA- 

<213> Artificial 



15 



<220> 

<223> Artificial construct of ptxA promoter and ubiquitin intron 



<220> 
<221> 
<222> 
20 <223> 



promoter 
(1) . . (583) 

potential promoter region 



<220> 
<221> 
<222> 
25 <223> 



mis cofeature 
(300) . . (583) 

potential core region of promoter 



30 



<220> 
<221> 
<222> 

<220> 
<221> 
<222> 



TATA_signal 
(549) (554) 



5'UTR 

(584) . . (828) 



35 



<220> 
<221> 
<222> 
<223> 



mis cofeature 
(829) (874) 
multiple cloning site 



40 



<220> 
<221> 
<222> 
<223> 



Intron 

(875) . . (1924) 

Zea mais ubiquitin intron 



45 <400> 10 

gcaatttttt gtgaagctga gggaggattg gattttacac ctattcaaaa gtcattcaaa 60 
gtttgtccct ccattcaagg atgaatgtag atttttcaag catcaaacac aagaatcact 120 



( 
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agcataacat gctttgaaac ccacacactt 
taaaatcata gttgtcaatt acatactcaa 
caacatattg cttcttccat taagcatata 
gtttttagga tgacacattt catacatagt 
5 aaattaccaa tagtttagca caaagtctaa 
tatgaaaaaa agattaacfat tgcccctttc 
actacatgtt aaaaaaatgt cctctagtac 
catgaaaaaa ataaacaaat tcttaagaca 
gcctagtttg tttgaattca ttctaactct 

10 atcaatgatt taacataaaa aatgaatagt 
gaatatgact cacgagaaag atatatcaaa 
•ataaacctca tcactcattc tattttttta 
gccaagcttg catgcctgca ggtcgactct 
acctccgctt caaggrtacgc cgctcgtcct 

15 tcggcgttcc ggtccatggt tagggcccgg 
atccgtgttt gtgttagatc cgtgctgcta 
agacacgttc tgattgctaa cttgccagtg 
agccgttccg cagacgggat cgattt'catg 
tttgcccttt tcctttattt caatatatgc 

20 - tgcttttttt tgtcttggtt gtgatgatgt 
gtagaattct gtttcaaact acctggtgga 
catacatatt cataigrttacg aattgaagat 
atacatgttg atgcgggttt tactgatgca 
gtgatgatgt ggtgtggttg ggcggtcgtt 

25 ttcaaactac ctggtgtatt tattaatttt 
tagttacgag tttaagatgg atggaaatat 
ggttttactg atgcatatac atgatggcat 
gagtacctat ctattataat aaacaagtat 
tggatgatgg catatgcagc agctatatgt 

30 tttatttgct tggtactgtt tcttttgtcg 
gcag 
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aaattaatgt taggaatatc aaatccaata 180 

tcaagtccct ttcttttacc caataaacat 240 

aacatcaaag tctaaaacta gcaaaatgtt 300 

ttaaaagata cttgattcga ttacaaaaag 360 

agcataatta aagcatcaca tgtgcagatt 420 

atcacgggtc gaataatagc actacttgtc 480 

atcaaacttt ttccattgat tccccttatc 540 

caaaaaaatg gccccacatc cttttttctg 600 

tgaatatgta acgaggccca ctaaaaatca 660 

ttaattccaa tttgctgcaa catggtccgt 720 

atatcaaaat ttcatagttt ttttcaccat 780 

agtgcaaagc ttcatagtta attaaggcgc 84 0 

agaggatctc ccccaaatcc acccgtcggc 900 

cccccccccc ccctctctac cttctctaga 960 

tagttctact tctgttcatg tttgtgttag 1020 

gcgttcgtac acggatgcga cctgtacgtc 1080 

tttctctttg gggaatcctg ggatggctct 1140 

attttttttg tttcgttgca tagggtttgg 1200 

cgtgcacttg tttgtcgggt catcttttca 1260 

ggtctggttg ggcggtcgtt ctagatcgga 1320 

tttattaatt ttggatctgt atgtgtgtgc 1380 

gatggatgga aatatcgatc taggataggt 1440 

tatacagaga tgctttttgt tcgcttggtt 1500 

cattcgttct agatcggagt agaatactgt 1560 

ggaactgtat gtgtgtgtca tacatcttca 1620 
cgatctagga taggtataca tgttgatgtg " 1680 

atgcagcatc tattcatatg ctctaacctt 1740 

gttttataat tattttgatc ttgatatact 1800 

ggattttttt agccctgcct tcatacgcta 1860 

atgctcaccc tgttgtttgg tgttacttct 1920 

1924 



<210> 11 

<211> 23 

35 <212> DNA 

<213> Artificial 



<220> 

<223> oligonucleotide primer ptxA3'-2 

40 

<400> 11 

tctagataaa ctatgaagct ttg 23 



<210> 12 

45 <211> 22 

<212> DNA 

<213> Artificial 
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<220> 

<223> oligonucleotide primer 

5 <400> 12 

ccgcttcgaa accaatgcct aa 

<210> 13 

<211> 24 

10 <212> DNA 

< 2 1 3 > Art i f i cial 



<220> 

<223> oligonucleotide primer 
<400> 13 • 

tggtcgtcat gaagatgcgg actt 



<210> 14 

20 <211> 20 

<212> DNA 

<213> Artificial 

<220> 

25 <223> Oligonucleotide primer ptxaFl 



<400> 14 

gggccaagga catagtagaa 



20 



30 <210> 15 

<211> 20 

<212> DNA 

<213> Artificial 



35 *<220> 

<223> Oligonucleotide primer ptxaRl 

<400> 15 

tgaagttaca aacgctgaca 

40 

<210> 16 

<211> 20 

<212> DNA 

<213> Artificial 

45 

. <220> 

<223> Oligonucleotide primer ptxaRl 
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10 



<400> 16 

agagcatcac acgcaatcaa 



20 



5 <210> 17 

<211> 20 

' <212> DNA 

<213> Artificial 

10 <220> 
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